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~A_6_1, Rhynchosporium agropyri 04CH.RAC.A.6.1 NCBI genome Pyrenopezizaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
UK7 , Rhynchosporium commune UK7 NCBI genome TypeSpecies Pyrenopezizaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
02CH4_6a_1, Rhynchosporium secalis 02CH4.6a.1 NCBI genome Pyrenopezizaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

VPRI42798 , Neospermospora avenae strain VPRI 42798 NCBI genome TypeSpecies Pyrenopezizaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

CBS114630, Ypsilina graminea CBS 114630 TypeSpecies Pyrenopezizaceae , 5.8S, LSU, mtSSU, RPB1, RPB2
CBS_494 80, Oculimacula yallundae CBS 494.80 NCBI genome Pyrenopezizaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

Rhesp1, Rhexocercosporidium sp. MPI-PUGE-AT-0058 JGI genome Pyrenopezizaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
eptod1, 'Cadophora’ orchidicola as Leptodontidium sp. PMI412 JGI genome Pyrenopezizaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
o~ Cadsp1, 'Cadophora' interclivum as Cadophora sp. DSE1049 JGI genome Pyrenopezizaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

BS143322 , 'Cadophora’ meredithiae BAG2 CBS 143322 Pyrenopezizaceae , 5.8S, btub, LSU, RPB1, SSU
Phimu1, 'Cadophora’ obovata as Leotiomycetes sp. MPI-SDFR-AT-0126 JGI genome Pyrenopezizaceae , atub, btub, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

100 CBS165_42, 'Cadophora' malorum CBS 165.42 Pyrenopezizaceae , 5.8S, btub, LSU, RPB1, SSU

Mo12, 'Cadophora’ malorum Mo12 NCBI genome Pyrenopezizaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
MNR1 , 'Cadophora' gregata MNR1 NCBI genome , atub, btub, LSU, mtSSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPC2, 3FSB1, SSU, TEF, TFB4
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11BO_GW45 , Blumeriella jaapii 11BO-GW45 NCBI genome TypeSpecies Drepanopezizaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, TFB4, RPC2, SF3B1, SSU, TEF
Marbr1 , Drepanopeziza brunnea JGI genome Drepanopezizaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
DortE4 , Diplocarpon rosae DortE4 NCBI genome TypeSpecies Drepanopezizaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
NL1 , Diplocarpon mali NL1 NCBI genome Drepanopezizaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPC2, SF3B1, SSU, TEF, TFB4
CBS101359, Cadophora novi-eboraci CBS 101359, 5.8S, btub, RPB1, SSU
D365, Cadophora sp. ICMP 21729 MWLR genome as 'Mollisia’ sp., 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
MYA4972 , Cadophora orientoamericana ATCC MYA-4972 , 5.8S, btub, LSU, RPB1, SSU
D2660_1, Asterocalycella sp. PDD 121176 , 5.8S, RPB2, TEF
KL153, Peltigeromyces mollisioides H.B. 6423 Peltigeromycetaceae , LSU, RPB1, RPB2, SSU
CPC45250 , Neonematogonum carpinicola CPC 45250 TypeSpecimen , 5.8S, btub, LSU, RPB2
— MFLU_15 2272, Heterosphaeria patella voucher MFLU 15-2272 TypeSpecies Heterosphaeriaceae , 5.8S, LSU, RPB2, SSU, TEF
L— MFLU_15 2764, Heterosphaeria linariae MFLU 15-2764 Heterosphaeriaceae , 5.8S, LSU, RPB2, SSU, TEF

CCM_F19494 , 'Varicosporium' delicatum CCM F-19494 | 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF
CCM_F_13091, Filosporella fistucella CCM F-13091 NCBI genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

KL118 , Encoeliopsis rhododendri TAAM 136189 TypeSpecies , LSU, RPB1, RPB2, SSU

Loramyces macrosporus CBS 235.53 JGI genome 'Loramycetaceae', 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

100 Lorma1t ,
100! E Lorju1, Loramyces juncicola JGI genome TypeSpecies 'Loramycetaceae', atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
100

MFLU_18_1819, Pulvinata tomentosa MFLU 18-1819 TypeSpecimen 'Loramycetaceae’, 5.8S, LSU, RPB2, SSU
MFLU_18_0701, Neomollisia gelatinosa MFLU 18-0701 TypeSpecimen 'Loramycetaceae', 5.8S, LSU, RPB2, SSU, TEF

Phisc1, 'Phialoce

CBS_300 62, Phial

M_ame_Hosoya, 'Mollisia' amenticola TNS F-30411 Mollisiaceae , 5.8S, LSU, SSU

osoya, 'Pyrenopeziza' protrusa TNS F-23154 , 5.8S, LSU, RPB1, RPB2, SSU
AFTOL _ID_76, Mollisia cinerea OSC 100029 TypeSpecies Mollisiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

phala' scopiformis JGI genome Mollisiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

Acephala applanata CBS 109321 TypeSpecimen Mollisiaceae , 5.8S, LSU, RPB1
UAMH11012, 'Phialocephala' subalpina UAMH 11012 NCBI genome Mollisiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

Acemal, Acephala macrosclerotiorum CBS 123555 JGI genome Mollisiaceae , 5.8S, atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

ocephala dimorphospora CBS 300.62 TypeSpecimen Mollisiaceae , 5.8S, LSU, RPB1

D728, Phialocephala sp. ICMP 21725 MWLR genome Mollisiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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= CBS_162_47, Diplococcium spicatum CBS 162.47 TypeSpecies Mollisiaceae , 5.8S, btub, MCM7, mtSSU, LSU, RPB1, RPB2, SSU, TEF

AFTOL_ID_1322, Vibrissea truncorum CBS 258.91 TypeSpecies Vibrisseaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

S_bak Hosoya, Strossmayeria bakeriana TNS F-11199 Strossmayeria lineage , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU

HMAS275558 , Chlorosplenium chlora HMAS 275558 TypeSpecies Chlorospleniaceae , LSU, RPB1, RPB2, SSU

CCM_F400, Gyoerffyella rotula CCM F-400 TypeSpecies Discinellaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF

CCM_F04276 , Varicosporium elodeae CCM F-04276 TypeSpecies Discinellaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF

NNIBRFG329 , Articulospora tetracladia NCBI genome TypeSpecies Discinellaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TFB4

E17 , Pezoloma cf. websteri Discinellaceae , 5.8S, LSU, RPB2, SSU

M283 , Pezoloma ciliifera TUR 174364 Discinellaceae , 5.8S, LSU, mtSSU, SSU

— CCM_F21799, Lemonniera aquatica CCM F-21799 TypeSpecies Discinellaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF

L— NNIBRFG339, Margaritispora aquatica NNIBRFG339 NCBI genome TypeSpecies Discinellaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

M168 , Discinella schimperi TUR 185323 Discinellaceae , 5.8S, LSU, mtSSU, SSU

— Greab, Gremmeniella abietina DAOM 170408 JGI genome TypeSpecies Godroniaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
L

KL150, Godronia fuliginosa HB 6640 Godroniaceae , 5.8S, LSU, RPB1

CBS_444_86, Hyaloscypha finlandica CBS 444.86 NCBI genome Hyaloscyphaceae , 5.8S, btub, LSU, mtSSU, RPB1, RPB2
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&E Hyafin1 , Hyaloscypha finlandica PMI_746 JGI Genome Hyaloscyphaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
Melbi2 , Meliniomyces bicolor JGI genome Hyaloscyphaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

M220 , Hyaloscypha vitreola TUR (S. Huhtinen 05/71) TypeSpecies Hyaloscyphaceae , 5.8S, btub, LSU
Melva1 , Meliniomyces variabilis JGI genome TypeSpecies Hyaloscyphaceae , 5.8S, atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

f— Chalo1, 'Stipitochalara longipes' JGI genome ,

Rhier1 , Rhizoscyph

5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
us ericae UAMH 7357 JGI genome TypeSpecies Hyaloscyphaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

TK7300, Eupezizella aureliella H290 (S, TUR) Hyaloscyphaceae , 5.8S, mtSSU, RPB1, RPB2, TEF

KACC45226 , Olla millepunctata KACC 45226 Hyaloscyphaceae , 5.8S, LSU, mtSSU, RPB2

KACC45613 , Hyalopeziza nectrioides KACC 45613 Hyaloscyphaceae , 5.8S, LSU, mtSSU, RPB2

TK7125, Olla transiens TK7125 (S, TUR) Hyaloscyphaceae , 5.8S, mtSSU, RPB1, RPB2, TEF

SH17_8 , Mimicoscypha lacrimiformis SH17/8 (TUR) TypeSpecies Hyaloscyphaceae , 5.8S, mtSSU, RPB1, RPB2, TEF
SH16_40, Hyaloscyphaceae sp. SH16/40 (TUR), 5.8S, mtSSU, RPB1, RPB2, TEF

SH16_41, Resinoscypha variepilosa SH 16/41 (TUR) TypeSpecies Hyaloscyphaceae , 5.8S, mtSSU, RPB1, RPB2, TEF
100 r CBS_482_ 67, Dematioscypha delicata CBS 482.67 NCBI genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
TK7123 , Dematioscypha dematiicola TK7123 (TUR) TypeSpecies , 5.8S, mtSSU, RPB1, RPB2, TEF
L F51377 , Dematioscypha castaneae KUS F51917 Han Clade 7, 5.8S, LSU, mtSSU, RPB2

SBRH828 , Amicodisca virella SBRH828 (TUR) TypeSpecies Amicodiscaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, TEF
TK7517 , Amicodisca svrcekii TK7157 (TUR) Amicodiscaceae , 5.8S, mtSSU, RPB1, RPB2, TEF

100
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TK7005,

TNS_F11212, Arachnopeziza aurata TNS F11212 Arachnopezizaceae , 5.8S, LSU, mtSSU, RPB2, SSU
D781, Arachnopeziza araneosa ICMP 21731 MWLR genome Arachnopezizaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TFB4

TNS_F12768 , Arachnopeziza obtusipila TNS F12768 Arachnopezizaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF
A_aurel_Hosoya, Arachnopeziza aurelia TNS F-11211 TypeSpecies Arachnopezizaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU

Eriopezia caesia TK7005 (TUR) TypeSpecies Arachnopezizaceae , 5.8S, mtSSU, RPB1, RPB2, TEF

100 I

Golci1, Golovinomyces cichoracearum JGI genome Erysiphaceae , 5.8S, atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
Erynec, Erysiphe necator JGI genome Erysiphaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPC2, SF3B1, TFB4

100

100

Blugr1, Blumeria graminis hordei JGI genome TypeSpecies Erysiphaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

Ascsa1

, Ascocoryne sarcoides NRRL 50072 JGI genome TypeSpecies Gelatinodiscaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

KUS_F52351, Ascocoryne cylichnium KUS F52351 Gelatinodiscaceae , 5.8S, LSU, mtSSU, RPB1, SSU

AFTOL_ID_67, Chloroscypha enterochroma OSC 100020 Gelatinodiscaceae , LSU, mtSSU, SSU
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— D2031, Neobulgaria alba ICMP 18395 MWLR genome Gelatinodiscaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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L—————— AFTOL_ID_1259, Neobulgaria pura CBS 477.97 TypeSpecies Gelatinodiscaceae , LSU, RPB1, RPB2, TEF
AWWS858 , Bryoglossum gracile AWW 858 NCBI genome TypeSpecies Bryoglosssaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

DH267 , 'Roseodiscus' formosus SBRH 686 , 5.8S, LSU, RPB1, RPB2, TEF
PDD101074 , Bryoclaviculus campylopi PDD 101074 TypeSpecimen Bryoglossaceae , 5.8S, LSU, mtSSU

D779, Helotiaceae sp. on Nothofagus PDD 59981 MWLR genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

TTT1549, Helotiales sp. ICMP 24873 MWLR genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

ICMP24682 , 'Crocicreas' cf multicuspidatum ICMP 24682 MWLR genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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CBS_608_77,

D1455,
VPRI42388 , Cairneyella variabilis VPRI 42388 NCBI genome TypeSpecimen incertae sedis , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
JM_CG_01, Eustilbum aureum = 'Bisporella’ resinicola JM_CG_01, 5.8S, LSU, MCM7, TEF

SF298, Eustilbum aureum = 'Bisporella’ resinicola SF 298 , 5.8S, LSU, MCM7, RPB2, TEF

REF052, Polyphilus sieber REF052 TypeSpecimen 'Hyaloscyphaceae', 5.8S, LSU, RPB2, SSU

Polsie1, Polyphilus sieberi JGI genome 'Hyaloscyphaceae', atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

REF050, Polyphilus frankenii DSM 106520, LSU, RPB2, SSU

F18014 , Urceolella carestiana TNS F18014 'Hyaloscyphaceae' Han Clade 9, 5.8S, LSU, mtSSU, RPB2

JW1033, Vandijckella johannae CBS 143182 TypeSpecimen Vandijckellaceae , 5.8S, btub, MCM7, mtSSU, LSU, RPB1, RPB2, SSU

MSB2024 , Albocremella abscondita MSB-2024 TypeSpecimen Vandijckellaceae , 5.8S, LSU, RPB2, SSU

Helotiales sp. on Dicksonia PDD 105286 MWLR genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

Urceolella crispula CBS 608.77 TypeSpecies 'Hyaloscyphaceae' Han Clade 9, 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

CBS_439 51, Tetracladium marchalianum CBS 439.51 NCBI genome TypeSpecies , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
NNIBRFG1997 , Tetracladium setigerum NNIBRFG1997 NCBI genome , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

HAILUO380 ,

Tetracladium psychrophilum HAILUO380, 5.8S, btub, LSU

MIDUI20, Tetracladium ellipsoideum MIDUI20 , 5.8S, btub, LSU

MFLU_18 0697, Calloria urticae MFLU 18-0697 TypeSpecies Calloriaceae , 5.8S, LSU, RPB2, SSU, TEF
&I— F52678 , Cistella albidolutea KUS F52678 'Hyaloscyphaceae' Han Clade 9, 5.8S, LSU, mtSSU, RPB2

F52105, 'Psilachnum' staphyleae KUS F52105 'Pezizellaceae' Han Clade 9, 5.8S, LSU, mtSSU, RPB2

DH257
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HB9951c, Rommelaarsia flavovirens H.B. 9951 TypeSpecimen , 5.8S, LSU, RPB1, SSU
, Roseodiscus rhodoleucus H.B. 8488a TypeSpecies incertae sedis , 5.8S, LSU, MCM7, RPB1, SSU, TEF
Lanceolata brunnea MFLU 18-1821 , 5.8S, LSU, RPB2, SSU, TEF

I 940, Stamnaria austraiaca GZU (Gruber 151/225) Stamnaria lineage , 5.8S, LSU, MCM7, RPB1, RPB2, SSU, TEF
L———————— NBRC108774, Stamnaria americana NBRC 108774 Stamnaria lineage , 5.8S, LSU, RPB1, RPB2, SSU, TEF
F52443 , 'Rodwayella’ citrinula KUS F52443 Han Clade 9, 5.8S, LSU, mtSSU, RPB2

H_caud_Hosoya, Hymenoscyphus caudatus TNS F-40056 Helotiaceae , 5.8S, btub, LSU, mtSSU, RPB2, SSU
H_men_Hosoya , Hymenoscyphus virgultorum TNS F-40052 Helotiaceae , 5.8S, LSU, RPB2, SSU

S111550 , Hymenoscyphus salicellus CBS 111550 NCBI genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

CBS_480_97 , Hymenoscyphus scutula CBS 480.97 NCBI genome Helotiaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

CBS122016 , Hymenoscyphus infarciens CBS 122016 NCBI genome Helotiaceae , 5.8S, atub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

CBS_466_73, 'Calycina herbarum' CBS 466.73 NCBI genome Helotiaceae , atub, btub, MCM7, mtSSU, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

7 CBS_650_92, Hymenoscyphus fructigenus CBS 650.92 NCBI genome TypeSpecies Helotiaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
— CBS133217 , Hymenoscyphus fraxineus CBS 133217 NCBI genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

— KUS_F51352, Hymenoscyphus ginkgonis KUS F51352 Helotiaceae , 5.8S, LSU, SSU

DMS_10075832T , Bispora pallescens = B. monilifera DMS_10075832T TypeSpecies Helotiaceae , 5.8S, LSU, MCM7, RPB2, TEF

100

100 : D

R_sub_Hosoya, Roesleria subterranea TNS F-38701 TypeSpecies 'Roesleriaceae’, 5.8S, LSU, mtSSU, RPB1, RPB2, SSU

‘Chlorosplenium' chrysotrichum ICMP 19950, 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

71 100 D1864 ,
8 D1816 , Helotiaceae sp. PDD 80582, 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
z D2350a, Helotiaceae gen. nov. ex Rhopalostylis PDD 104576 , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
100

D_ruf Hosoya, Dicephalospora rufocornea TNS F-40024 Helotiaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU

100
100

1086 , Hymenotorrendiella dingleyae ICMP 22793 MWLR genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
AU96_125, Hymenotorrendiella eucalypti ICMP 15651 TypeSpecies , 5.8S, LSU, MCM7, RPB2, RPB1, SSU

M230, Bryoscyphus sp. D. Boertman 2005/161 (TUR) Helotiaceae , 5.8S, LSU, RPB2, SSU
M141 , Bryoscyphus dicrani TUR 185318 Helotiaceae , 5.8S, LSU, SSU

M267 , Cyathicula microspora T. Froslev 2006-B1 (TUR) Helotiaceae , 5.8S, btub, LSU, mtSSU, SSU

Glalo1, Glarea lozoyensis ATCC 20868 JGI genome TypeSpecimen Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
AFTOL_ID_166, 'Cudoniella’ clavus OSC 100054 Helotiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

CH178, aff. Cyathicula S America Luis CH178 , 5.8S, LSU, RPB1, TEF

D792, Chaetoscypha palmicola ICMP 13383 MWLR genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

D358 , 'Hymenoscyphus' ohakune ICMP 19601 Helotiaceae , 5.8S, LSU, RPB1, SSU

D1881 , Hispidula tokerau ICMP 22800 Helotiaceae , 5.8S, MCM7, RPB1
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P_epi_Hosoya, 'Phaeohelotium' epiphyllum TNS F-40042 Helotiaceae , 5.8S, LSU, mtSSU, RPB2, RPC2, SSU
— CBS_341_76, 'Hymenoscyphus' repandus CBS 341.76 NCBI genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

—_ Amyenc1, Amylocarpus encephaloides TRa018bll JGI genome TypeSpecies Helotiaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
ICMP23364 , Phaeohelotium pateriforme species complex ICMP 23364 MWLR genome Helotiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

KL219,
MES3574 , Phaeohelotium pallidum FLAS-F-66004 Helotiaceae , 5.8S, MCM7, RPB1, RPB2
MES2925 2976, Phaeohelotium maiusaurantium FLAS-F-65476 Helotiaceae , 5.8S, LSU, MCM7, RPB1, RPB2, SSU

AU09 18, Helotiaceae sp.on Nothofagus ICMP 25094 , 5.8S, LSU, MCM7, RPB2, SSU, TEF

Phaeohelotium geogenum TU:104442 Helotiaceae , 5.8S, LSU, RPB2, SSU, TEF

Helotiaceae sp. on Nothofagus ICMP 22540, 5.8S, LSU, MCM7, RPB2, SSU, TEF
, Bulgariella pulla TypeSpecies Helotiaceae , 5.8S, LSU, RPB2, SSU, TEF

ICMP25623 , Helotiaceae sp. PDD 124469 on dead wood , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

FTOL_ID_1264 , Connersia rilstonii CBS 537.74 TypeSpecimen Pleuroascaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

100 A

ﬂl_: CBS_345 73, Pleuroascus nicholsonii CBS 345.73 TypeSpecies Pleuroascaceae , 5.8S, LSU, SSU

CBS_130_74 , Entimomentora hyalina CBS 130.74 Pleuroascaceae , 5.8S, LSU, mtSSU, RPB2, SSU
BP5553 , Venustampulla echinocandica strain BP 5553, NCBI genome Pleuroascaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
H_var_Hosoya, 'Hymenoscyphus' varicosporoides TNS F-16472 Tricladiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU
Hymvar1 , 'Hymenoscyphus' varicosporoides JGI genome Tricladiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
CCM_F16599 , Tricladium splendens CCM F-16599 TypeSpecies Tricladiaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF
AT0135, Halenospora varia MPI-CAGE-AT-0135 B0J14 NCBI genomeTypeSpecies Tricladiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
DSM104370, 'Anguillospora’ crassa DSM 104370 Tricladiaceae , 5.8S, MCM7, RPB1, TEF
CCM_F14598 , Tricladium obesum CCM F-14598 Tricladiaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF
CCM_F10289, Mycofalcella calcarata CCM F-10289 TypeSpecimen Tricladiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

Filosporella annelidica CCM F-00681 Tricladiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

— DSM108380, Cudoniella acicularis DSM 108380 NCBI Genome TypeSpecies Tricladiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, SF3B1, SSU, TEF, TFB4
b————— |LLS60491, Graddonia coracina ILLS60491 TypeSpecies Tricladiaceae , 5.8S, LSU, MCM7, RPB1
HKAS128267 , Tatraea sp. HKAS 128267 'Helotiaceae', 5.8S, LSU, mtSSU, RPB1, RPB2

D1942 , Colipila sp. PDD 82932, 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
5059, Pseudomitrula sp. ICMP 25059 MWLR genome Helotiales incertae sedis , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

ICMP19443 , Chlorovibrissea albofusca ICMP 19443 MWLR genome Helotiales incertae sedis, 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

ICMP19895, Chlorovibrissea bicolor ICMP 19895, 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

CBS _185 66, Lachnellula hyalina CBS 185.66 NCBI genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
FC_2354 , Lachnellula subtilissima FC-2354 Lachnaceae , 5.8S, LSU, RPB2
CBS_197_66, Lachnellula subtilissima CBS 197.66 NCBI genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
DSM5139, Gremmenia infestans DSM 5139 NCBI genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFb4
CBS_172_35, Lachnellula willkomii CBS 172.35 NCBI genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
CBS_203_66, Lachnellula arida CBS 203.66 NCBI genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

A_acu_Hosoya , Albotricha acutipila TNS F-16740 TypeSpecies Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB1, RPB2, SSU
D844 , Albotricha sp. yellow PDD 62169 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
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, Albotricha albotestacea TNS F-16497 Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB2

D2163, Asperopilum juncicola PDD 99993 TypeSpecies Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
TTT1976 , Lachnum sp. on Phragmites PDD 93687 MWLR genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
FC2137 , Lachnum virgineum FC-2137 Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB2, SSU

AFTOL_ID_49, Lachnum virgineum OSC 100002 Lachnaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, TEF
ICMP23118 , Lachnum hyalopus PDD 112203 MWLR genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

BS 268 59, Capitotricha sp. (as Lachnellula suecica CBS 268.59) NCBI genome Lachnaceae, 5.8S, atub, btub, LSU, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
KUS_F52031, Brunnipila fuscescens KUS F52031 Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB1, RPB2, SSU
D_long_Hosoya, Dasyscyphella longistipitata TNS F-16439 Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB2, SSU
D851, Erioscyphella ex Cythea smithii PDD 62177 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
KUS_F52080 , Erioscyphella abnormis KUS F52080 Lachnaceae, 5.8S, btub, LSU, mtSSU, RPB1, RPB2, SSU
D664 , 'Lachnum' nothofagi ICMP 21728 MWLR genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
D1394 , Erioscyphella sp. Senecio wood PDD 116795 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

D571, 'Lachnellula’ rhopalostylidis ICMP 22825 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
L_palm_Hosoya , 'Lachnum' palmae TNS F-13500 Lachnaceae , 5.8S, LSU, RPB2, SSU
816, 'Lachnum' palmae PDD 60273 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

D1882ss1, Erioscyphella sp. ex Dracophyllum PDD 117552 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

D1919, 'Lachnum' sp. Weinmannia twig PDD 93937 Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU
D796 , Lachnaceae on Nothofagus wood PDD 60116 MWLR genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

TTT512, Lachnaceae sp. PDD 119490 MWLR genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

D683, Proliferodiscus dingleyae ICMP 21730 MWLR genome Lachnaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
D1164 , Neodasyscypha cerina ICMP 22829 TypeSpecies Lachnaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU

|_rad_Hosoya , Incrucipulum radiatum TNS F-16769 Lachnaceae , 5.8S, btub, LSU, mtSSU, RPB2, SSU

Trichopeziza sulphurea KUS F52218 TypeSpecies Solenopeziaceae , 5.8S, LSU, mtSSU, RPB2

T_mol_Hosoya, Trichopeziza mollisima TNS F-16760 Solenopeziaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU
SH17_18 , Solenopezia solenia SH17/18 (TUR)TypeSpecies Solenopeziaceae , 5.8S, mtSSU, RPB1, RPB2, TEF
T_ota_Hosoya, Trichopezizella otanii TNS F-16579 Solenopeziaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU

_lon_hosoya , Lasiobelonium lonicerae TNS F-16667 Solenopeziaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU
D565, Lasiobelonium sp. ex Olearia PDD 58107 Solenopeziaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

100 B
D802, Lasiobelonium subflavidum PDD 60106 TypeSpecies Solenopeziaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
9 D1413, Hyphodiscus sp. ICMP 21723 MWLR genome Hyphodiscaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

TNS_F13588, Hyphodiscus hyaloscyphoides TNS F13588 Han Clade 4 Hyphodiscaceae , 5.8S, LSU, RPB1, RPB2, SSU

ATCC34498 , Hyphodiscus hymeniophilus ATCC 34498 NCBI genome Hyphodiscaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

M155 , Hyphodiscus cajaniensis M155 Hyphodiscaceae , 5.8S, LSU, mtSSU, SSU

H59 , Fuscolachnum pteridis ex Timo Kosonen TypeSpecies Hyphodiscaceae , 5.8S, LSU, RPB1, RPB2, TEF

100

———

TNS_F17940, Hyphopeziza pygmaea TNS F17940 TypeSpecies Han Clade 4 Hyphodiscaceae , 5.8S, LSU, mtSSU, RPB2

TUR215407 , Venturioscypha nigropila TUR 215407 TypeSpecimen Hyphodiscaceae , LSU, RPB1, RPB2, TEF

JCM32232, Glutinomyces brunneus isolate higue1602.2 TypeSpecies Hyphodiscaceae , 5.8S, btub
JCM32245 , Glutinomyces takaragaikensis isolate ta3dA6 Hyphodiscaceae , 5.8S, btub, LSU

hig5dE3 , Glutinomyces inflatus TypeSpecimen Hyphodiscaceae , 5.8S, btub, LSU
T6G9 , Gamarada debralockiae T6G9 NCBI genome TypeSpecies Hyphodiscaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

D852, Hyphodiscaceae sp. ICMP 22537 , 5.8S, MCM7, RPB1

100

100

TNS_F18030, Venturiocistella japonica TNS F18030 Han Clade 4 Hyphodiscaceae , 5.8S, LSU, RPB1, RPB2, SSU

CBS_329 53, Leptodontidium elatius CBS 329.53 TypeSpecimen Leptodontidiaceae , 5.8S, btub, MCM7, mtSSU, LSU, SSU, RPB1, RPB2, TEF
CBS_851_73, Leptodontidium irregulare CBS 851.73 Leptodontidiaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
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604a, Crocicreas gramineum YSU-F-03527 TypeSpecies incertae sedis, 5.8S, LSU, MCM7, RPB1
CPC32621, Lareunionomyces eucalypti CPC:32621 TypeSpecimen Neolauriomycetaceae , 5.8S, btub, LSU, RPB2

|
L——— CPC32623, Neolauriomyces eucalypti CPC:32623 TypeSpecimen Neolauriomycetaceae , 5.8S, btub, LSU, RPB2
NBRC31717 , Myxotrichum chartarum NBRC 31717 TypeSpecies Myxotrichaceae , 5.8S, LSU, MCM7, RPB1
Oidma1, Oidiodendron maius JGI genome Myxotrichaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, SF3B1, SSU, TEF, TFB4
r— DH1205, Skoua fertilis DH 1205 TypeSpecies Myxotrichaceae , 5.8S, LSU, MCM7, RPB1
L FMR_15676 , Skoua fertilis FMR 15676 Myxotrichaceae , 5.8S, btub, LSU, RPB2

Amore1, Amorphotheca resinae DAOM 170427 JGI genome TypeSpecies Amorphothecaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

B_disc_Hosoya , Calycina discedens TNS F-37025 Pezizellaceae , 5.8S, LSU, mtSSU, RPA2, RPB1, RPB2, SSU

TAAM137756a, Calycina vulgaris TAAM 137756a Pezizellaceae , LSU, RPB1, RPB2, TEF
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Calmar1, Calycina marina TRa3180A JGI genome Pezizellaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

- Bisps1, Calycina sp. (as Bisporella) PMI 857 JGI genome Pezizellaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
- BL73, Chalara sp. BL73 NCBI genome , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

Calycina citrina ICMP 22538 Pezizellaceae , 5.8S, MCM7, RPA1, RPB1

D702,
9"-LQH_Q , Calycina confluens ex Quijada LQH 9 (FH) Pezizellaceae , 5.8S, LSU, MCM7, RPB2
L AFTOL_ID_1301, Calycina citrina CBS 139.62 Pezizellaceae , LSU, mtSSU, RPB2, SSU

CPC41931, Neochalara lolae strain CPC 41931 Pezizellaceae , 5.8S, btub, LSU, RPB1
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KUS_F52576 , Phialina lachnobrachyoides KUS F52675 Pezizellaceae Han Clade 3, 5.8S, LSU, RPB2

TK7178 , Scutoscypha fagina TK7178 (S, TUR) Type species Pezizellaceae , 5.8S, mtSSU, RPB1, RPB2, TEF

KUS_F52307 , Mollisina uncinata KUS F52307 Pezizellaceae Han Clade 3, 5.8S, LSU, mtSSU, RPB2

100

CPC42837 , 'Chalara’ pteridii CPC 42837 Pezizellaceae Han Calde 3, 5.8S, LSU, RPB1, RPB2, TEF, SSU
MP150937 , Calycellina leucella MP150937 (S, TUR) Pezizellaceae , 5.8S, RPB1, RPB2, TEF

D2518 , Pezizellaceae sp. on Phormium PDD 111530 Han Clade 3, 5.8S, LSU, MCM7, RPB1, RPB2, SSU

F52303, 'Microscypha' sp. KUS F52303 Han Clade 1, 5.8S, LSU, mtSSU, RPB2
Atrpi1, 'Atropellis piniphila' CBS 197.64 JGI genome 'Godroniaceae', atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

F52489 , 'Microscypha' ellisii KUS F52489 Han Clade 1, 5.8S, LSU, mtSSU, RPB2
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JHP_15_170, Hamatocanthoscypha straminella JHP-15.170 (TUR), 5.8S, mtSSU, RPB1, RPB2, TEF
TNS_F24336 , Hamatocanthoscypha laricionis TNS F24336 TypeSpecies Han Clade 1 Hamatocanthoscyphaceae , 5.8S, LSU, RPB2, SSU, TEF
CBS_175_74 , Infundichalara microchona CBS 175.74 TypeSpecimen Hamatocanthoscyphaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

9, Monilinia fructigena Mfrg269 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPC2, 3FSB1, SSU, TEF, TFB4
Monilinia polystroma SP-61 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4

8L, Monilinia laxa 8L NCBI genome Sclerotiniaceae , atub, btub, MCM7, RPA2, RPB1, RPB2, RPC2, 3FSB1, TEF, TFB4

10 LMK125 , Monilinia fructicola LMK 125 NCBI genome TypeSpecies Sclerotiniaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, TEF, TFB4

LMK733 , Monilinia aucupariae LMK 733 NCBI genome Sclerotiniaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4

T RL_1, Monilinia vaccinii-corymbosi RL-1 NCBI genome Sclerotiniaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, TEF, TFB4

C_bat_Hosoya, Ciboria batschiana TNS F-44241 Sclerotiniaceae , 5.8S, btub, LSU, RPB1, RPB2, SSU
g ICMP19812 , Ciborinia camelliae ICMP 19812 NCBI genome Sclerotiniaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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JRUF117,

LMK735,
LMK746 ,

LMK759 ,
F4128 , Sclerotinia borealis F-4128 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4

S_scl_Hosoya, Sclerotinia sclerotiorum TNS F-40021 TypeSpecies Sclerotiniaceae , 5.8S, LSU, RPB2, SSU
SwB9, Sclerotinia trifoliorum SwB9 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4
Sclsc, Sclerotinia sclerotiorum ATCC 18683 JGI genome TypeSpecies Sclerotiniaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

LR318, 'Ciboria shiraiana' LR-318 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4
LMK743 ,

Myriosclerotinia scirpicola LMK 735 NCBI genome TypeSpecies Sclerotiniaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
Myriosclerotinia duriaeana LMK 746 NCBI genome Sclerotiniaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
Myriosclerotinia curreyana LMK 759 NCBI genome Sclerotiniaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

Sclerotinia glacialis LMK 743 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4
Stromatinia cepivora JRUF-117 NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4
1927H, Ciborinia whetzelii 1927H TypeSpecies Sclerotiniaceae , 5.8S, LSU, SSU

MUCL2120, Botrytis narcissicola MUCL2120 NCBI genome Sclerotiniaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, TEF, TFB4
Botci1 , Botrytis cinerea B05.10 JGI genome TypeSpecies Sclerotiniaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
ZTMyc_66401, Elliottinia kerneri ZTMyc 66401 TypeSpecies Sclerotiniaceae , 5.8S, RPB2, LSU, SSU, TEF

24— B1_BDEW_001, Botrytis deweyae B1 BDEW NCBI genome Sclerotiniaceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF
94 | I .

ZTMyc_66340, Microstrobilinia castrans ZTMyc 66340 TypeSpecimen Sclerotiniaceae , 5.8S, LSU, RPB2, SSU, TEF
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KL160 , Rutstroemia tiliacea TAAM 132844 Rutstroemiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

KL310, Dencoeliopsis johnstonii C F28009 TypeSpecies Rutstroemiaceae , 5.8S, RPB1, RPB2, SSU, TEF
Rutfi1, Rutstroemia firma CBS 115.86 JGI genome TypeSpecies Rutstroemiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

CBS111548 , Rutstroemia echinophila CBS 111548 NCBI genome Rutstroemiaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
P_pseud_Hosoya , Poculum pseudosydowianum TNS F-40071 Rutstroemiaceae , 5.8S, btub, LSU, mtSSU, RPB2, SSU

CBS115975, Rutstroemia sydowiana CBS 115975 NCBI genome Rutstroemiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
— L_brun_Hosoya, Crassitunica tubakii (as Lambertella brunnea) TNS F-44244 Rutstroemiaceae , 5.8S, LSU, RPB1, RPB2, SSU

L——— 10544, Moellerodiscus lentus HMAS 275557 Rutstroemiaceae , LSU, RPB1, RPB2, SSU

D804 , Lanzia allantospora ICMP 15649 Rutstroemiaceae , 5.8S, LSU, MCM7

SX_001, Scleromitrula shiraiana SX-001 NCBI genome TypeSpecies Rutstroemiaceae , 5.8S, atub, btub, LSU, mtSSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, 3FSB1, SSU, TEF, TFB4
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HRI11, Clarireedia homoeocarpa HRI11 NCBI genome TypeSpecies Rutstroemiaceae , 5.8S, atub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
RB19, Clarireedia monteithiana RB19 NCBI genome Rutstroemiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
AFTOL_ID_1262 , 'Lambertella’ subrenispora CBS 811.85 Rutstroemiaceae , 5.8S, btub, MCM7, RPB2, SSU, TEF

00] L_corn_Hosoya, Lambertella corni-maris TNS F-40083 TypeSpecies Rutstroemiaceae , 5.8S, LSU, mtSSU, RPB2, SSU

100
100

L_pyr_Hosoya, Lambertella pyrolae TNS F-40132 Rutstroemiaceae , 5.8S, LSU, RPB2, SSU
HMAS_Lamb , Lambertella corni-maris HMAS 279664 TypeSpecies Rutstroemiaceae , LSU, RPB1, SSU
KL243 , 'Cenangium' acuum TAAM 198515 , 5.8S, LSU, RPB1, RPB2, SSU, TEF

R_bulg_Hosoya, Piceomphale bulgarioides TNS F-40005 TypeSpecies 'Sclerotiniaceae’, 5.8S, btub, LSU, RPB2, SSU

M_pin_Hosoya , P

iceomphale pinicola TNS F-40115, 5.8S, LSU, mtSSU, RPB2, SSU

0 CBS144985, Neomelanconium gelatosporum CBS 144985 exType specimen Cenangiaceae , 5.8S, LSU, RPB1

100

10 I
D WU43034 , Mycosphaerangium quercinum WU 43034 Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU
CBS146632, Trochila craterium CBS 146632 TypeSpecies Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU

WU43041 , Neomelanconium gelatosporum WU 43041 Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

KL336, Trochila laurocerasi BPI 879818 Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

— D2527, 'Trochila' colensoi PDD 112240 Cenangiaceae , 5.8S, LSU, MCM7, RPB1, RPB2

100

100

KL216 ,
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b—— HMAS187063, Calycellinopsis xishuangbanna HMAS 187063 TypeSpecies Cenangiaceae , LSU, RPB1, RPB2, SSU
— KL107, Encoelia furfuracea TAAM 165633 TypeSpecies Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF
L——— KL253, Velutarina rufo-olivacea TU 104503 TypeSpecies Cenangiaceae , RPB1, RPB2, SSU, TEF

KL174 , Cenangiopsis quercicola TAAM 178677 TypeSpecies Cenangiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF
KL20 , Heyderia abietis TAAM 165961 TypeSpecies Cenangiaceae , RPB1, RPB2, SSU, TEF

Heyderia pusilla TU 104257 Cenangiaceae , 5.8S, RPB1, RPB2, SSU, TEF
KL390, Cenangium ferruginosum TAAM 198451 TypeSpecies Cenangiaceae , 5.8S, LSU, RPB2, SSU

D1686 , Chlorencoelia sp. ICMP 21732 MWLR genome Cenangiaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
KP606 , Chlorencoelia versiformis TU 107606 TypeSpecies Cenangiaceae , RPB1, RPB2, SSU, TEF

AFTOL_ID_907 , Meria laricis CBS 298.52 TypeSpecies Cenangiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

D2514 , Cryptohymenium pycnidiophorum PDD 111534 TypeSpecies , 5.8S, LSU, MCM7, RPB1, RPB2

1~
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100 — KL391, Ameghiniella australis FH 01146515 TypeSpecies Cordieritidaceae , 5.8S, LSU, RPB1, SSU, TEF
b———— KL299, 'lonomidotis' frondosa TNS F45265 Cordieritidaceae , RPB1, SSU, TEF

KL301 , 'lonomidotis' olivascens TNS F39269 Cordieritidaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF
Ertz16200 , Rhymbocarpus fuscoatrae BR (Ertz 16200) Cordieritidaceae , LSU, SSU

100

41

SK91, Skyttea radiatilis voucher NY0123276 Cordieritidaceae , 5.8S, LSU, RPB1, RPB2, TEF
KL231, 'lonomidotis' fulvotingen TU 104510 Cordieritidaceae , LSU, RPB1, RPB2, SSU, TEF

97

100
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100 r— KL154 , lonomidotis irregularis TAAM 198520 TypeSpecies Cordieritidaceae , 5.8S, LSU, RPB1, SSU, TEF

100

L——— KL317, Diplocarpa bloxamii C-F74826 Cordieritidaceae , LSU, RPB1, SSU, TEF
KL111, 'Encoelia’ fimbriata TAAM 165728 , 5.8S, LSU, RPB2, SSU, TEF

192, Cordierites guianensis TypeSpecies Cordieritidaceae , LSU, SSU

KL164 , 'Encoelia’ heteromera KL 164 , LSU, RPB1, RPB2, SSU, TEF

LL95, Llimoniella terricola Diederich LD Cordieritidaceae , LSU, RPB1, RPB2, SSU, TEF

100

100

100

100

AFTOL_ID_151

, Chlorociboria aeruginosa OSC 100056 TypeSpecies Chlorociboriaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

]
194 CBS_123 57, Chlorociboria aeruginosa CBS 123.57 NCBI genome Chlorociboriaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
9 D788, Chlorociboria poutoensis ICMP 15618 Chlorociboriaceae , 5.8S, MCM7, RPB1

D1822, Chlorociboria spathulata ICMP 18760 Chlorociboriaceae , 5.8S, LSU, MCM7, RPB1, RPB2, SSU
— |HIA39 , Chlorociboria aeruginascens IHIA39 NCBI genome Chlorociboriaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

KL247 , Chlorociboria aeruginella TAAM 198514 Chlorociboriaceae , 5.8S, RPB1, RPB2, SSU, TEF
D1530, Chlorociboria halonata ICMP 15625 Chlorociboriaceae , 5.8S, LSU, MCM7, RPB1, RPB2, SSU
FUNNZ2018 2904 , 'Brahmamculus moonlighticus PDD 112225 TypeSpecies Chlorociboriaceae , 5.8S, LSU, MCM7, RPB1, RPB2, SSU
MES2454 , 'Brahmamculus magellanicus PDD 116650 Chlorociboriaceae , 5.8S, LSU, MCM7, RPB2, SSU

100

100

Cyttaria40_45 , Cyttaria darwinii FH TypeSpecies Cyttariaceae , LSU, mtSSU, SSU, TEF

Cyttaria44 , Cyttaria hariotii FH Cyttariaceae , LSU, mtSSU, SSU, TEF
PDD117571, Cyttaria nigra PDD 117571 Cyttariaceae , btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF

100

00 CBS_130532, Pseudofabraea citricarpa CBS 130532 TypeSpecimen Dermateaceae , 5.8S, btub, LSU, RPB2
WZH , Pseudofabraea citricarpa WZH NCBI genome, Dermateaceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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CBS109875, Phlyctema vagabunda CBS 109875 TypeSpecies Dermateaceae , 5.8S, btub, LSU, RPB2
00 CBS102863 , Neofabraea malicorticis CBS 102863 TypeSpecimen Dermateaceae , 5.8S, btub, LSU, RPB2

AFTOL_ID_149, Neofabraea malicorticis OSC 100041 Dermateaceae , LSU, mtSSU, RPB1, RPB2, SSU, TEF
BP5796 , Coleophoma crateriformis BP5796 NCBI genome TypeSpecies Dermateaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TFB4

BP6252 , Coleophoma cylindrispora BP6252 NCBI genome Dermateaceae , atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TFB4

CBS124810, Parafabraea eucalypti CBS 124810 TypeSpecimen Dermateaceae , 5.8S, btub, LSU, RPB2
CBS_268_39, Cryptosporiopsis nigra CBS 268.39 TypeSpecies Dermateaceae , 5.8S, btub, LSU, MCM7, RPB2
NRRL12192 , Pezicula radicicola NRRL 12192 NCBI genome Dermateaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

AFTOL_ID_938
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100 CBS_923 96, Pezicula carpinea CBS 923.96 TypeSpecimen NCBI genome Dermateaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

, Pezicula carpinea CBS 282.39 Dermateaceae , LSU, mtSSU, RPB1, RPB2, SSU, TEF

AFTOL_ID_941, Dermea acerina CBS 131.68 Dermateaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF
CBS_110605, Rhizodermea veluwensis CBS 110605 TypeSpecimen Dermateaceae , 5.8S, btub, LSU, RPB2
MFLU_16_2153, Neogloeosporidina pruni MFLU 16-2153 TypeSpecimen Dermateaceae , 5.8S, LSU, RPB2, TEF

TK7139, Polydesmia pruinosa TK7139 (S, TUR) TypeSpecies, 5.8S, mtSSU, RPB1, RPB2, TEF
TNS_F12764 , Polydesmia pruinosa TNS F12764 TypeSpecies incertae sedis, 5.8S, LSU, RPB1, RPB2, SSU
9, Arachnoscypha aranea TUR (TK7129) TypeSpecies, 5.8S, mtSSU, RPB1, RPB2, TEF

HIA52 , Scytalidium lignicola IHIA52 NCBI genome TypeSpecies , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
XylPMI703 , Xylogone sp. PMI_703 JGI genome , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
1? BJTC201903, Triblidium yunnanensis BJTC 201903 Triblidiaceae , 5.8S, LSU, mtSSU, RPB2
100

BJTC201908 , Triblidium hubeiensis BJTC 201908 Triblidiaceae , 5.8S, LSU, mtSSU, RPB2
BJTC201906 , Triblidium rostriforme BJTC 201906 Triblidiaceae , 5.8S, LSU, mtSSU, RPB2

BJTC201901 , Triblidium caliciiforme BJTC 201901 TypeSpecies Triblidiaceae , 5.8S, LSU, mtSSU, RPB2

R912, Terriera minus ICMP 13974 Rhytismataceae , 5.8S, LSU, mtSSU, SSU

f—
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AFTOL_ID_1319, Tryblidiopsis pinastri CBS 445.71 TypeSpecies Rhytismataceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF
Cocst1, 'Coccomyces' strobi CBS 202.91 JGI genome Rhytismataceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPC2, SF3B1, SSU, TEF, TFB4

pafl1 , Spathularia flavida JGI genome TypeSpecies Cudoniaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

AFTOL_ID_1291, Spathularia velutipes OSC 100640 Cudoniaceae , LSU, RPB2, SSU, TEF
PDD117698 , 'Lophodermium'rectangulare PDD 117698 Rhytismataceae , 5.8S, LSU, mtSSU, RPB2, SSU

82

AFTOL_ID_147 , 'Coccomyces' dentatus OSC 100021 Rhytismataceae , 5.8S, LSU, mtSSU, RPB2, SSU, TEF

10

100

R156 , Hypoderma rubi ICMP 17339 TypeSpecies Rhytismataceae , 5.8S, LSU, mtSSU, SSU

0 ICMP16768 , Coccomyces australis ICMP 16768 MWLR genome Rhytismataceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF

TTT414 , Hypoderma cordylines ICMP 16705 Rhytismataceae , 5.8S, MCM7, RPB1

100

PDD117699 , Bivallum zelandicum PDD 117699 TypeSpecies Rhytismataceae , 5.8S, LSU, mtSSU, RPB2, SSU

Pseel , Pseudographis elatina JGI genome TypeSpecies Rhytismataceae , 5.8S, atub, btub, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

n IR
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Elyde1, Elytroderma deformans CBS 183.68 JGI Genome TypeSpecies Rhytismataceae , atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
Lopnit1, 'Lophodermium' nitens PLME3-1-3 JGI Genome Rhytismataceae , btub, LSU, MCM7, RPA1, RPA2, RPB1, RPC2, SF3B1, SSU, TEF, TFB4

Loppic1, 'Lophodermium' piceae JGI genome Rhytismataceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

ATCC66958 , Allantophomopsis lycopodina ATCC 66958 NCBI genome Phacidiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
ATCC66955 , Allantophomopsis cytisporea ATCC 66955 NCBI genome TypeSpecies Phacidiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
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AFTOL_ID_744 , Potebniamyces pyri S 001 TypeSpecies Phacidiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF
CBS115176 , Xenosphaeropsis pyriputrescens CBS 115176 NCBI genome TypeSpecies Phacidiaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4
00 AFTOL_ID_916, Bulgaria inquinans CBS 118.31 TypeSpecies Phacidiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF
Bulin1, Bulgaria inquinans JGI genome TypeSpecies Phacidiaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4
AFTOL_ID_ 1253, Phacidium lacerum CBS 130.30 TypeSpecies Phacidiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF
CPC23897 , Darkera picea CBS 138576 Phacidiaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU
C_250729, Calvophomopsis rubenticola NB-625-9D TypeSpecimen Phacidiaceae , 5.8S, LSU, RPB2, SSU
Bacilliformis hyalinus MFLU 18-2671 TypeSpecimen Phacidiaceae , 5.8S, LSU, RPB2
ung_Hosoya, Gelatinopsis fungicola TNS F-44003 Helicogoniaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU
TU45655 , Geltingia associata voucher TU45655 TypeSpecies Helicogoniaceae , LSU, SSU
D — G_ast_Hosoya, Gelatinipulvinella astraeicola TNS F-17846 TypeSpecies Helicogoniaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU
CBS_645_76 , Humicolopsis cephalosporioides CBS 645.76 TypeSpecies , 5.8S, btub, LSU, MCM&, mtSSU, RPB1, RPB2, SSU
CBS120873, Collophorina rubra CBS 120873 TypeSpecimen Tympanidaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, SSU, TEF
CBS370_75, Durandiella gallica ex Crous CBS 370.75 Tympanidaceae , 5.8S, LSU, RPB2, TEF
CBS141018 , Ramoconidiophora euphorbiae CBS 141018 exType specimen Tympanidaceae , 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU, TEF
TS43310, Tympanidaceae sp. Spribille 43310/TS-e1940 NCBI genome , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

AA1, Tympanis tsugae AA1 Tympanidaceae , 5.8S, LSU, TEF
LQH8 , Tympanis confusa LQH8 Tympanidaceae , 5.8S, RPB2, TEF
KKUK1 , Myriodiscus sparassoides KKUK1 TypeSpecies Tympanidaceae , 5.8S, LSU, RPB1, RPB2, SSU

BSY_0163, 'Catenospora polystichicola’ BSY_0163 'Catenosporaceae', 5.8S, btub, LSU, RPB1, RPB2, SSU

BSY_0586
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, 'Catenospora carrolli' BSY_0586 'Catenosporaceae’, 5.8S, LSU, RPB1, RPB2

BSY_0044 , 'Catenospora gilkeyae' BSY_0044 'Catenosporaceae’, 5.8S, LSU, RPB1, RPB2

BSY_0251, 'Catenospora loowitii' BSY_0251 'Catenosporaceae’, 5.8S, LSU, RPB1, RPB2
C_atro_Hosoya, Claussenomyces cf. atrovirens TNS F-18149 'Tympanidaceae', 5.8S, LSU, RPB1, RPB2, SSU
CBS146686 , Satchmopsis metrosideri CBS 146686 Cochlearomycetaceae , 5.8S, btub, LSU

DSM104360, Alatospora acuminata DSM 104360 TypeSpecies , 5.8S, btub, LSU, RPB1, RPB2, SSU, TEF

CBS120878 , Pallidophorina paarla CBS 120878 TypeSpecimen, 5.8S, btub, LSU, MCM7, mtSSU, RPB1, RPB2, SSU
ICMP21868 , Aotearoamyces nothofagi ICMP 21868 MWLR genome TypeSpecies, 5.8S, atub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

SL91, Lichinodium sirosiphoideum S F61611 TypeSpecies Lichinodiaceae , LSU, MCM7, mtSSU, RPB1, RPB2, SSU

100
SL92, Lichinodium sirosiphoideum S M.Prieto SL92 TypeSpecies Lichinodiaceae , LSU, MCM7, mtSSU, RPB1, RPB2, SSU

37

SL129, Lichinodium ahlneri UPS Wedin 4644b Lichinodiaceae , LSU, MCM7, mtSSU, RPB1, SSU

M193, Epiglia gloeocapsae TUR 185311 TypeSpecies Mniaeceaceae , 5.8S, LSU, mtSSU, SSU

M167 , Mniaecia nivea TUR 185325 Mniaeceaceae , 5.8S, LSU, mtSSU, SSU

M145 , Mniaecia jungermanniae TUR 168869 TypeSpecies Mniaeciaceae , 5.8S, LSU, mtSSU, SSU

100

AFTOL_ID_1292 , Microglossum rufum OSC 100641 Leotiaceae , LSU, RPB1, RPB2, SSU, TEF
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_|ﬂ: ILLS61044 , Thuemenidium atropurpureum ILLS 61044 TypeSpecies Leotiaceae , 5.8S, LSU, MCM7, RPB1
100
KL220 , Microglossum olivaceum TU 101778 TypeSpecies Leotiaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

AFTOL_ID_1, Leotia lubrica OSC 100001 TypeSpecies Leotiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2

CCM_F_18699, Flagellospora curvula CCM F-18699 TypeSpecies , btub, LSU, RPB1, SSU, TEF
GZUIFR_21_817, Solomyces ramosus GZUIFR 21.817 Pseudeurotiaceae , 5.8S, LSU, MCM7, RPB2, TEF

UIFR_K277_1, Solomyces sinensis voucher GZUIFR K277.1 TypeSpecimen Pseudeurotiaceae , 5.8S, LSU, MCM7, TEF

ZY22 003, Pseudogeomyces lindneri ZY22.003 TypeSpecimen Pseudeurotiaceae , 5.8S, LSU, MCM7, TEF
CBS_108_14 , Geomyces auratus isolate CBS 108.14 TypeSpecimen Pseudeurotiaceae , 5.8S, LSU, MCM7, TEF
GZUIFR_QL20_8 1, Geomyces obovatus voucher GZUIFR QL20.8.1 Pseudeurotiaceae , 5.8S, LSU, MCM7, RPB2, TEF

Pseudogymnoascus destructans JGI genome Pseudeurotiaceae , 5.8S, atub, btub, LSU, MCM7, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

ICMP22791

100 Pseudest ,
&E UAMH1990, Pseudogymnoascus roseus UAMH 1990 TypeSpecies Pseudeurotiaceae , 5.8S, RPB1, RPB2

, Pseudogymnoascus sp. ICMP 22791 MWLR genome Pseudeurotiaceae , atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

01NHO1 , Leuconeurospora sp. 01NHO01 Pseudeurotiaceae , 5.8S, LSU, TEF
AFTOL_ID_1397, Leuconeurospora pulcherrima CBS 343.76 TypeSpecimen Pseudeurotiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF
KRAM_F59828 , Beskidomyces laricis KRAM F-59828 TypeSpecies Pseudeurotiaceae , 5.8S, LSU, RPB2, TEF
AFTOL_ID_1912, Pseudeurotium zonatum CBS 329.36 TypeSpecimen Pseudeurotiaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU, TEF

AFTOL_ID_5005, Thelebolus ellipsoideus CBS 113937 Thelebolaceae , LSU, mtSSU, RPB1, RPB2, SSU

100

100

100

100

UF

;
1Efr:AFTOL_ID_SOM , Thelebolus globosus CBS 113940 Thelebolaceae , LSU, mtSSU, RPB1, RPB2, SSU, TEF
Thest1, Thelebolus stercoreus JGI genome TypeSpecies Thelebolaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF

Themi, Thelebolus microsporus ATCC 90970 JGI genome Thelebolaceae , atub, btub, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF
MG_CB_12416, Antarctomyces pellizariae strain UFMG-CB-12416 NCBI genome Thelebolaceae , 5.8S, atub, btub, LSU, MCM7, mtSSU, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF, TFB4

GZUIFR21_823, Zonggqia sinensis GZUIFR21.823 TypeSpecimen, 5.8S, LSU, MCM7, RPB2

LQH102 , Holwaya mucida ex Quijada LQH102 TypeSpecies , 5.8S, LSU, RPB2, TEF
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;
I@F TU112863 , Holwaya mucida TU 112863 TypeSpecies Holwayaceae , 5.8S, LSU, RPB1, RPB2, SSU
AFTOL_ID 2

72, Crinula caliciiformis DAOM 231117 TypeSpecies Holwayaceae , 5.8S, LSU, mtSSU, RPB2, SSU

H_muc_Hosoya, Holwaya mucida TNS F-40056 TypeSpecies Holwayaceae , 5.8S, LSU, mtSSU, RPB1, RPB2, SSU

98 — Micraspis_171_1, Micraspis strobilina LE 236400 Micraspidaceae , 5.8S, LSU
L————— NB778, Micraspis acicola DAOMC 251614 TypeSpecies Micraspidaceae , 5.8S, LSU, MCM7, RPB2, SSU, TEF

AFTOL_ID_1295 , Naemacyclus fimbriatus CBS 289.61 TypeSpecies Marthamycetaceae , 5.8S, LSU, SSU, TEF
R1033 , Marthamyces metrosideri ICMP 17398 Marthamycetaceae , 5.8S, LSU, SSU

r AFTOL_ID_1296, Cyclaneusma minus CBS 496.73 TypeSpecimen Marthamycetaceae , 5.8S, LSU, mtSSU, RPB2, SSU, TEF
L NzFs3276, Cyclaneusma minus NZFS 3276 NCBI genomes Marthamycetaceae , 5.8S, atub, btub, mtSSU MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF, TFB4

R365, Ramomarthamyces dracophylli ICMP 17381 Marthamycetaceae , 5.8S, mtSSU, RPB2

[ |ILLS_60497 , Propolis versicolor ILLS 60497 Propoliaceae , 5.8S, LSU, MCM7
L R918, Propolis farinosa ICMP 17354 TypeSpecies Propoliaceae , 5.8S, LSU, mtSSU, RPB2, SSU

BPI843553 , Chaetomella oblonga CBS 110.76 TypeSpecies Chaetomellaceae , 5.8S, LSU, SSU
JCM9995 , Chaetomella raphigera JCM 9995 NCBI genome Chaetomellaceae , 5.8S, atub, btub, LSU, MCM7, RPA1, RPA2, RPB1, RPB2, RPC2, SF3B1, TEF
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100

100 I

BP1843555 , Pilidium acerinum CBS 736.68 TypeSpecimen Chaetomellaceae , 5.8S, btub, MCM7, mtSSU, LSU, RPB1, RPB2, SSU, TEF
KL251 , Xeropilidium dennisii TU 104501 TypeSpecimen Chaetomellaceae , 5.8S, LSU, RPB1, RPB2, SSU, TEF

CC00049, Lauriomyces basitruncatus BCC33398 Lauriomycetaceae , 5.8S, LSU, SSU

SFC01649, Lauriomyces cylindricus SFC 01649 Lauriomycetaceae , 5.8S, LSU, SSU

| SFC00424 , Lauriomyces ellipticus SFC 00424 Lauriomycetaceae , 5.8S, LSU, SSU

AFTOL_ID_51, Xylaria hypoxylon OSC 100004 Outgroup Sordariomycetes , 5.8S, atub, LSU, RPA2, RPB1, RPB2, SF3B1, SSU, TEF
OR74A , Neursopora crassa OR74A Outgroup Sordariomycetes , 5.8S, atub, btub, LSU, RPA2, RPB1, RPB2, RPC2, SF3B1, SSU, TEF
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