Calloriaceae, sensu Baral in Jaklitsch et al. 2016

[from Baral 2016 notes - there are some divergent elements, morphology does not always fit]

Genus Type DNA PRJ Notes

Calloria C. urticae ITS/multigenes Calloriaceae

Cylindrocolla [C. urticae anamorph] ITS matches urticae teleomorph | Calloriaceae

Laetinaevia L. lapponica L. carneoflavida ITS Calloriaceae (type not sequenced)
Chaetonaevia no DNA

Diplonaevia (= Merostictis) D. caricum D. bresadola ITS Clade 9

Duebenia D. rufa D. compta ITS Clade 9

Eupropolella no DNA

Hyalocrotes no DNA

Iridinea no DNA

Unguiculariella no DNA

Loricella no DNA

Micropodia no DNA

Naevala N. minutissima CBS 115934, ITS Discinellaceae

Naeviella no DNA

Ploettnera no DNA

other genera that seem to fit phylogenetically

Populomyces P. zwinianus ITS Calloriaceae

Tetracladium T. marchalianum ITS/multigenes Calloriaceae

Tricellula T. inaequalis ITS Calloriaceae

Belonioscyphella B. hypnorum ITS Clade 9; incertae sedis Baral

Cistella C. dentata C. albidolutea ITS/multigenes Clade 9 (type not sequenced); Hyaloscyphaceae in Baral 2016
Fabrella F. tsugae ITS Clade 9 (but not consistently across analyses); Cenangiaceae in Baral 2016
Helicocentralis H. hyalina ITS Clade 9

Leohumicola L. verrucosa ITS (ex type) Clade 9

Mycoarthris M. corallinus ITS Clade 9

Polyphilus P. sieberi ITS/multigenes Clade 9

Psilachnum P. lateritioalbum P. staphylleae ITS/multigenes Clade 9 (type not sequenced); Pezizellaceae in Baral 2016
Roseodiscus R. rhodoleucus ITS/multigenes Clade 9

Urceolella U. crispula ITS/multigenes Clade 9; Hyaloscyphaceae in Baral 2016
Vandijckella V. johannae ITS/multigenes Clade 9




From ITS tree, C. urticae falls in a well-resolved clade along with Laetinaevia (type not sequenced), Populomyces, Tetracladium and Tricellula. Sister to this is a poorly
resolved group of taxa that mostly fall within Han Clade 9/Vandijckellaceae.

Many of the genera not treated by Baral are asexual, thus morphology not very useful to compare with the Baral concept.

In the multigene tree, the Calloriaceae s.s. clade is well resolved, but mixed up in amongst the Clade 9 taxa are things like Glutinomyces, Roseodiscus, Lanceolata,
Stamnaria, which are phylogenetically distant in the ITS tree.

ITS tree from IMA Fungus Johnston et al. 2019 paper

904725 , Vandijckélla johannae CBS 143182 engpeS_pecirhén (]Vandijckellaceae {2{] Wandijckellaceae
;0aH009124 | Mycoarthris corallinus Landvik e:cT“;?e Sf}e‘:‘lmen (Hyaloscyphaceae (2)) Stamnaria lineage/Han Clade 9

F029238 , 'Helicodendron’ luteoalbum ICMP 1570 é—) . o
JNO33379 . Urceolella crispula KACC 45486 Type pecies (Hyaloscyphaceae) Stamnaria lineage/Han Clade 9
JNO33443 , Urceolella carestiana TNS F18014 #aloscyph_aceae Stamnaria lineage/Han Clade

K¥462820 , Duebenia compta G.M. 2015-06-01-1 (Calloriaceae) Stamnaria lineage/Han Clade 8

JN033429 , Cistella albidolutea KUS F52678 éHEaloscyphaceae Stamnaria lineage/Han Clade 8 o
KT958773 ., Rommelaarsia flavovirens Baral HB9951b exTypeSpecimen [Helotiales incertae sedis (2)) Stamnaria lineage/Han Clade..
G719690 , Polyphilus sieberi strain TT38 T'é(ge‘ﬂ:lemes (Hyaloscyphaceae) Han Clade 9

JN033414 " 'Rodwayella’ citrinula KUS F52443 (-) . i ) ) o
NR_121306 . Leohumicola verrucosa CBS 115880 exTy@eSp_e:nmen (Leotiomycetes incertae sedis {2)I1 Stamnaria lineage/Han Clade 9
*KUGD0903 Belomoscyﬁhella h%pnorum Bel2 nge Typespecies (Helotiales incertae sedis) Stamnaria lineage/Han Clade 9
JN033396 , Psilachnum s phyleae KUS F5210% (Pezizellaceae) Stamnaria lineage/Han Clade 9

g@ﬂBSBBE , Laetinaevia carmneoflavida G.M. 2014-07-25 (Calloriaceae) Stamnaria lineage/Han Clade 9
X028109 , Teftracladium globosum isolate 215 (Helotiales incertae sedis) Stamnara lineage/Han Clade 9 .
883424 , Tetracladium palmatum CCM F-10001 (Helotiales incertae sedis) Stamnaria lineage/Han Clade 9 (
ONgeel e §.S,

CM_F26199 , Tetracladium marchalianum CCM F-26199 TypeSpecies {Helotiales incertae sedis) Stamnaria lineage/Han Clade 9
KJ559548 | 'Pezizella’ ppithalina -% . .
KT185667 , Callorialurticae [G.M. 2015-04-12 5 (Calloriaceae) Stamnaria lineage/Han Clade 9
KP234351 _ 'Articitospora’ proliferata CCM F-11200 | - H) )
JNO33447 | Venturiocistella japonica TNS F18030 (Hyaloscyphaceae) Helotizles - Han Clade 4

- Venturiocistella japonica not the type species, and distant from other Han Clade 4 genera

- Articulospora proliferata distant from type species, A. tetracladia (Discinellaceae)

- There are only a few NZ isolates in Clade 9 with Vandijckella (none in the Calloriaceae clade with C. urticae) — D2539 ex Cyathea (tiny, sessile, short hair-like
elements, lots of white conidial ooze in culture); D574 ex nikau (sessile, small hair-like elements, globose conidia in culture); ICMP 15655/15709 Helicodendron;

TTT337 (isolated as an anamorph)

JM033429 1, Cistella albidolutea voucher KLIS-F52678
2639  Helotiales Han Clade 9 Cyathea PDDA1 6725 [CMP233549
DET4 | Helotiales Han Clade 9 nikau PDD&8145
kT958774.1 . Rommelaarsia flavovirens voucher FH:00304335
|CMP15655 , Helicodendron luteoalburm ICMP15655 EF029237
oy [EMP15708 | Helicodendron luteoalbum ICMP15709 EF029238
10 LT9047251 , Wandijckella johannae strain JW1034

JMO033443.1 ) Urceolella carestiana voucher TMS-F18014
JMBRE2T2 PDI"g.fphiIUS sieheri REFO&2
- TTT337, Helotiales

JMB59270.1 , Polyphilus frankenii REFOS0
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1§ Iﬂ|:NR_1 54125 Lachnopsis catarinensis CPC 24723 ITS region; from TYPE material
KF836358 , Cairneyella variahilis VPRI 42388 exType incertae sedis
MH221521 | Amicodiscavirella SBRHS28 type species Hyaloscyphaceae
MKS584940.1 , Lanceolata brunnea voucher MFLL 18-1821 small subunit ribosomal RMNA ¢
MF&E5520.1 , Helotiales sp. strain SYPF 8303 185 ribosomal RMNA gene, partial sequer
MW486462.1 | Ascomycota sp. isolate Y31 internal transcribed spacer 1, partial sequen
MHEB58506.1 |, Tricellula sp. DV-2018a strain CES 109.65 small subunit ribosomal RMNA
MW201484 .1, Fungal sp. isolate LEG-103 internal transcribed spacer 1, partial sequer
MWE83463.1 | Tricellula aurantiaca strain CPC:36629 small subunit ribosomal RMNA ger
MH474014 1 | Dothideomycetes sp.isolate CK1374 internal transcribed spacer 1, partiz
KP234351 | Aiculospora proliferata CCM F-11200 Discinella-Pezoloma lineage
OME07728.1 | Articulospora proliferata isolate WG2259-6 small subunit ribosomal RMA ¢
MHE57818.1 , Tricellula aguatica strain CBS 383.58 small subunit ribosomal RMA gene
MHB61737.1 , Tricellula aguatica strain CBS 271.84 small subunit ribosomal RMA gens
MHE572451 | Tricellula inaequalis strain CES 355.53 small subunit ribosomal RMNA ge
MK584941.1 1, Calloria urticae voucher MFLL 18-0698 small subunit ribosomal RMA ¢
MKS584941.1 2, Calloria urticae voucher MFLU 18-0656 small subunit ribosomal RMA ¢
KT185668.1 , Calloria urticae voucher G.M. 2015-05-10 #7 185 ribosomal RMA gene, p:
MK554942 1 | Calloria urticae voucher MFLLU 18-0657 small subunit ribosomal RMA gel
KT185667 , Calloria urticae G.M. 2015-04-12 5 Calloriaceae
KM246174.1 , Tetracladium sp. AM18 185 ribosomal RMA gene, partial sequence; intel
HOG49576.1 | Helotiales sp. r427 185 ribosomal RMA gene, partial sequence; internz
HOGE49575.1 | Helotiales sp.r411 185 ribosomal RMA gene, partial sequence; intern:
HMB55210.1 , Ascomycota sp. E7407h 185 ribosomal RMA gene, partial sequence; in
MR_173022.1 , Populomyces zwinianus CBS 147307 ITS region; from TYPE material
K¥034388.1 , Chalara sp. internal transcribed spacer 1, parial sequence; 5.85 ribc
am] CCM_F261598 | Tetracladium marchalianum Christiane Baschien CCM_F26199 type spec
44 FJOO0360.1 , Tetracladium marchalianum strain CCM F-312 185 ribosomal RMA gene, pi
EUBE3424 | Tetracladium palmaturm CCM F-10001
KT185666 , Laetinaevia carneoflavida G.M. 2014-07-25 Calloriaceas
JX029109 , Tetracladium globosum isolate 215
k559546 Pezizella epithallina TW39378 Pezizellaceae
MHES9594 1 | Dactylaria dimorphospora strain CBS 256.70 internal transeribed spacer 1, pz
EF025237 | Helicodendron luteoalbum culture-collection ICMP:15655 internal transcribed space

EF025238 1, Helicodendron luteoalbum ICMP 15709 Helotiaceae™
LT904725 | Wandijckella johannae CBS143182 exType genomic DMA sequence contains 185 rRP
AHO08124 | Mycoarthris corallinus Landvik ExType
JMNO033414 | Rodwayella citrinula KIS F52443 Pezizellaceae
JM033443 ) Urceolella carestiana TMNS-F18014 Hyaloscyphaceae
JM033396 , Psilachnum staphyleae KIS F52105 Pezizellaceae
KTa72714.1 , Roseodiscus subcarneus isolate D. Haelew. F-314a voucher #50570 185 ribosomal
KILI500903 | Belonioscyphella hypnorum Bel2 Type Species Helotiales incertae sedis
MNR_121306, Leohumicola verrucosa CBS 115880 ExType
KY¥462820, Duebenia compta G.M. 2015-06-01-1 Calloriaceae
MK5E4983.1 , Duehenia compta voucher MFLU 18-0601 small subunitribosomal RNA ge
DH257 | Roseodiscus rhodoleucus Haelewaters DH257 type species incertae sedis
KT958773 , Rommelaarsia flavovirens HBE9951h ExType Helotiales incertae sedis
MK584936.1 , Cistella granulosella voucher MFLU 1 6-0565 small subunit ribosomal RMA gene,
07y NR_111180.1 , Leohumicola lenta DAOM 231143 1TS region; from TYPE material
3 182304 , Fahrellatsugae Gernandt Type Species Cenangiaceae
JMO33379 , Urceolella crispula KACCT 45486 Type Species Hyaloscyphaceae Han Clade 9

043 JM033425, Cistella albidolutea KUUS-F52678 Hyaloscyphaceae Han Clade 9
a %__I_— KRO78433 , Helicocentralis hyalina S504733.01 ExType

MGT719650 , Polyphilus sieberi strain TT3B 185 ribosomal RMA gene, partial seguence; internal trans
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CCM_F26199 , Tefracladium marchalianum CCOM F-26199 TypeSpecies incertar sedis, 5.85, btub,

dNGecehe §.S.

1 MIDILNZ20 , Tetracladium ellipsoideurm MIDUIZ0, 585, btub, LSU
L |_:Su. RPA1, |fPB2.55U TEF

HAILLIO380 , Tetracladium psychrophilum HAILUIO380 , 585, biub, LS

—— @ FLL_18_06587 , Calloria urticas MFLL 18-0697 |

5.85 L5 RPEBE2, 551 TEF
Fa2105 , Psilachnum staphyleae KIS F52105 'Pezizellaceae'Han Clade 9, 585, LS, mtS5L), RPB2

a1

Fa2678 , Cistella alhidolutea KIS F52678 Hyaloscyphaceae'Han Clade 9, 585, LS, mtSSLU, RPE2
052, Polyphilus sieber REFDS2 exTypeSpecimen [Hyaloscyphaceae?, 5.85 LSU, RPB2Z, 55U

REF
_m_r_r Folsiel | Polyphilus sieberi JGl genome Hyaloscyphaceae |, atub, btub, LSU, MCM7, RPA1, RPAZ, EFB1, RPBE2, RFC2, SF3B1, 351U, TEF, TFE4

REFO050, Polyphilus frankenii REF050 [Hyaloscyphaceae], LSU, RPBZ, 55U

F18014  Urceolella carestiana THS F18014 'Hyaloscyphaceae'Han Clade 9, 585, LS, mtS5L) RFE2
CBS_608_77 , Urceolella crispula CBS 608.77 TypeSpecies 'Hyaloscyphaceae'Han Clade 8, 585, btub, LSU, MCWMT, mtSSU, RPE1, RPE2, S5 TEF

JW033, Vandijckella johannae CBS 143182 exTypeSpecimen Vandijckellacear® , 5.85, biub, MCM7, mtssL, L5U, RPB1, EFBZ, 55U
JCM32232, Glutinomyces brunneus isolate higue1602.2 TypeSpecies , 5.85, btub

JOM32245 ) Glutinomyces takaragaikensis isolate ta3dAG , 5.85, btub, LSU
higsdE3, Glutinomyces inflatus exTypeSpecimen Hyphodiscaceae , 5.85, btub, LS

DH25Y , Roseodiscus rhodoleucus H.E. 8488a TypeSpecies incertae sedis |, 5.85, LSU, MCMY, RPB1, 55U, TEF

100 |
Roseodiscus_Quandt_genome , Roseodiscus rhodoleucus |, 5.85, atub, btub, MCMT, RPA1, RPAZ EFB2, RPC2, SF3B1, 55U, TEF, TFB4

HE9951 ¢, Rommelaarsia flavovirens H.B. 9951 exTypeSpecimen |, 5.85, LSU, RPEB1, 55U

tamnaria_Quandt_genome , Stamnaria persoonii, atub, biub, MCWM7, RPBZ, RPC2, SF3B1, TEF

5
100
_I: FMBRC108774 | Stamnaria americana MBERC 108774 Stamnaria lineage , 5.85, L5, RPB1, RPEZ, 551, TEF

940, Stamnaria austraiaca GZU (Gruber 151/225) Stamnaria lineage , 585, LSU, MCWM7, RPB1, RPEB2, S5, TEF

MFLL_18_1821 , Lanceolata brunnea MFLL 18-1821 ['Calloriacear], 5.85, L5, RPBZ, 351, TEF

F52443 | 'Rodwayella’ citrinula KUS F52443 Han Clade 9, 5.85, L5U, mtSSU, RPB2




