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Gibellulopsis nigrescens complex

There are three key publcations, Zare et al. 2007, Inderbitzen et al. (2011) and Girald & Crous 2019 but unfortunately there is little
overlap in genes used between the publications. All isolates in both have ITS data available. Although differences in ITS are small
within the complex, these small differences appear to correlate well with more distinct differences in EFla (used by Zare 2007) and
TS (used by Inderbitzen 2011).

The G. nigrescens complex includes the type isolates of G. nigrescens, G. piscis and Cephalosporium serrae, each of which seems to
fall in a different clade within the complex. Most isolates in GenBank with ITS data sit in one of these clades, but a few fall outside
and these may represdent additional taxa within the complex.

Based on TS data, ICMP isolates match G. nigrescens sensu stricto and C. serrae, but none match G. piscis. Another ICMP isolate
has a unique TS sequence, but without other genes it cannot yet be matched to any other isolate.

Zare et al. 2007. Gibellulopsis, a suitable genus for Verticillium nigrescens, and Musicillium, a new genus for V. theobromae.
Nova Hedwigia 85: 463 —489.

Indrbitzen et al. 2011. Phylogenetics and Taxonomy of the Fungal Vascular Wilt Pathogen Verticillium, with the Descriptions
of Five New Species. PlosONE

Giraldo & Crous 2019. Inside Plectosphaerellaceae. Studies in Mycology 92: 227 —286.

ITS tree, based on selected types fide Giraldo & Crous 2019 (red), Inderbitzen (PD... isolates) and other
GenBank isolates

JM187998.1 , Gibellulopsis nigrescens strain PD710 185 ribosomal RNA gene, par.
EF543854.1 , Gibellulopsis nigrescens strain CBS 387.35 185 ribosomal RMA gene
JM187997 1, Gibellulopsis nigrescens strain PD709 183 ribosomal RNA gene, par.
KP7280445.1 , Gihellulopsis nigrescens strain ATCC 60645 185 rihosomal RMA gen
EF543849.1 , Gihellulopsis nigrescens strain CBS 105724 185 ribosomal RMA gen
JI1880121 , Gibellulopsis nigrescens strain PD743 183 ribosomal RNA gene, par.
JOBE474401 , Gibellulopsis nigrescens culture-collection CABLIMI118380 185 ri...
JM187999.1 , Gihellulopsis nigrescens strain PD711 185 ribosomal RNA gene, par.
MHE55715.1 , Gibellulopsis nigrescens strain CBS 387.35 small subunit ribosoma.
MHE55143.1 2, Cephalosporuim serrae TYPE sensu Zare 2007 strain CBS 2890.30
icmp9a14
EF543853.1, Gibellulopsis nigrescens strain CBS 345,39 185 rihosomal RMA gene...
MHB56082.1 , Gibellulopsis nigrescens strain CBS 179.40 small subunit ribosoma...
JMW187977.1, Gibellulopsis nigrescens strain PD596 183 ribosomal RMNA gene, par...
EF543851.1, Gibellulopsis nigrescens strain CBS 179.40 185 rihosomal RMA gene...
{'l MR_145354 1, Gibellulopsis piscis CBS B92.70 ITS region; from TYFE material

E

LRO26762, Gihellulopsis piscis CBS 120008

F&43848.1 , Gibellulopsis nigrescens strain CBS 101221 internal transcribed s...
LRO26720, Gibellulopsis aquatica TYPE Fungal Flanet B2Bm CBS 117131

LROZE721, Gihellulopsis catenata Type Fungal Planet 828 CBS 1135951

MH858487.1 , Gihellulopsis nigrescens strain CBS 469.64 small subunit rihosoma...

JOG4T441.1 , Gibellulopsis nigrescens culture-collection CABLIMIAG399 185 rib...

KC592080.1 , Gihellulopsis nigrescens strain VICYNn126 185 ribosomal RMNA gene, ...
MR_148327.1, Gikellulopsis nigrescens CBS 120943 ITS region; from TYPE materi...
JIN187A76.1 , Gibellulopsis nigrescens strain PD595 183 ribosomal RNA gene, par...

MR_1458327 , Gibellulopsis nigrescens CBS 120849 TS region; from TYPE material...

ICMP 3588 ,
—l__LEF543845 . Gibellulopsis fusca Type Fungal Planet 828 CBS 560.65
MEO47467 | Gibellulopsis simonii culture CBS:144923 strain JW132008 188 riboso..

MNR_145353, Acremaonium stromaticurn CBS 863.73 ITS region; from TYPE material
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TS tree based on ICMP isolates plus Inderbitzen isolates

Labels to the right based on relationships suggested by ITS analysis using Zare and Inderbitzen isolates. ICMP 9814 cannot be
matched to anything in the complex with the data available.
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TEF tree ex Zare et al 2007

labels to the right based on relationships suggested by ITS analysis using Zare and Inderbitzen isolates; ICMP matches based on TS

analysis using ICMP and Inderbitzen isolates
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Fig. 3. Neighbour-joining tree based on partial tefl sequences. Numbers above branches indicate

bootstrap support values. Abbreviations as in Fig. 1.
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